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1. L3EBrainSMASH

PythonhRAE K3+, FXEMRXBIPythonhik4<E3.7.16, BrainSMASHARZZO0.11.0,


mailto:free_learner@163.com
https://alexbrain.cn/
https://brainsmash.readthedocs.io/en/latest/

pip install brainsmash

2. —MEREA

import numpy as np

from brainsmash.mapgen.base import Base

from brainsmash.mapgen.eval import base_fit

from brainsmash.mapgen.stats import pearsonr

from brainsmash.mapgen.stats import nonparp

from scipy import stats

## load data

myelin_map = np.loadtxt('LeftParcelMyelin.txt")

dist_mat = np.loadtxt('LeftParcelGeodesicDistmat.txt')

thickness_map = np.loadtxt('LeftParcelThickness.txt")

## check the fit and tune the parameters

base_fit(myelin_map, dist_mat, nsurr=1000, kernel='exp', pv=25, nh=25, resample=False,
seed=100, n_jobs=4)

## generate surrogate data

gensurrmap = Base(x=myelin_map, D=dist_mat, kernel='exp', pv=25, nh=25, resample=False,
seed=100, n_jobs=4)

surrogate_maps = gensurrmap(n=1000)

## correlation between surrogate myelin data and thickness data
surrogate_brainmap_corrs = pearsonr(thickness_map, surrogate_maps).flatten()
## correlation between real myelin and thickness data

real_corr = stats.pearsonr(myelin_map, thickness_map)[0]

## calculate the p-value

all_corrs = np.concatenate([np.array([real_corr]), surrogate_brainmap_corrs])
pval = nonparp(test_stat, all_corrs)
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