fElfsbrainXFreeSurfer¥iEi#{TiE£ S HI M
i

Alex / 2023-10-22 / free_learner@163.com / AlexBrain.cn

XN BFERARFIE THfsbrain@ 3t FreeSurfert§ NI EIE# TR M el MR K S %, FrIERN
BREEfsbrainiE 75314,

—. REfsbrainfl TEMNRE

install.packages('fsbrain')

ERRRELRETR, BIERSAFIEARRESBRISMHIRTE, BAARIBESEEAXE, BXE
FEARRZASE3.6.3, fsbrainBYhRZ<20.5.3,
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library(fsbrain)

fsbrain::download_optional_data()

HABIEEER MM (R MR SIERe—%, BTFURERZS MO HIRNER) , #id
HUEIRIBFreeSurfer (recon-all) B EE XA F A& 1T,

subjects_dir <- fsbrain::get_optional_data_filepath('subjects _dir")
subjects_list <- c('subjectl', 'subject2')
subject_id <- 'subjectl'

AR EFEFreeSurferfYBd &, A 1EFE EEIZE SuBJECTS_DIR # suBJEcT M ZEE, £ EERY
KEZF, subjects_dir RTEXFreeSurfer (recon-all)ERAIEKIZ (N F SUBJECTS_DIR) ,
subjects_list #l subject_id D FIRTFAABHFIAXHFFNBZFHEMOAXHGFNEF (M2

F SUBJECT ) »
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group.morph.native BFiEE—At ME=iE] (native space) B SERHERGE, tbin
surf/In.thickness; group.morph.standard FFIRER—A#AIr/ETIE (standard space) BIFZ
@ﬁﬁ%ﬁ&; write.group.morph.standard.sf BRrAEHIR I ET B SRR REN—
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PMULERAIMgZAB NI, FUNMEERTHIRL; group.morph.standard.sf FAFiREXTOLERY
mgzt& VAU, group.label AFIREN—EAMIXIATE (label) X, tbin
label/lh.cortex.label; group.annot FIFIEX—2B#RiXAYERE (annotation) X, Lbal
label/lh.aparc.annot,
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MR XERITEESNMNXBIYE, JLUU#EA group.agg.atlas.native o fsbrain/EE A
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## Read left-hemi thickness data (lh.thickness) for a group of subjects in native space
groupdata_nat = group.morph.native(subjects_dir, subjects_list, 'thickness', 'lh')

## Read left-hemi thickness data (lh.thickness.fwhm10.fsaverage.mgh) for a group of subjects in
standard space

groupdata_std = group.morph.standard(subjects_dir, subjects_list, 'thickness', 'lh', fwhm='10")
## Write left-hemi thickness data for a group of subjects into one mgz file for future faster
access

write.group.morph.standard.sf('group_thickness_Tlh_fwhm10.mgz', groupdata_std)

## Read the all-in-one mgz file created in the last step

groupdata_std = group.morph.standard.sf('group_thickness_lh_fwhm10.mgz')

## Read label data (lh.cortex.label) for a group of subjects in native space

grouplabels = group.label(subjects_dir, subjects_list, 'cortex.label', hemi='lh")

## Read annotation data (lh.aparch.annot) for a group of subjects in native space

groupannot = group.annot(subjects_dir, subjects_list, 'lh', 'aparc')
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vis.subject.annot FHFRAIMLERH; vis.subject.morph.native FAFRAIF{LMAZT[E]RY
FSHHIE; vis.subject.label AFRIMMILARE XXM, vis.region.values.on.subject FAFH]
MNP XAITER; vis.data.on.subject FAF ARV ERERXAIEIE,
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## Plot parcellation data
vis.subject.annot(subjects_dir,
## Plot thickness data
vis.subject.morph.native(subjects_dir, subject_id,
## Plot label data
vis.subject.label(subjects_dir, subject_id,
## Plot regional values for DK Atlas
1ist('bankssts'=0.9, 'precuneus'=0.7)
1list('postcentral'=0.8, 'lingual'=0.6)
vis.region.values.on.subject(subjects_dir, subject_id,

subject_id, 'aparc', 'both', views=c('t4'))

"thickness', hemi='both', views=c('t4'))

'cortex.label', 'both', views = c('t4'))
1h_region_value_list =
rh_region_value_list =
"aparc', lh_region_value_list,
rh_region_value_list)

## Plot
## Load
1h_data

arbitrary data

thickness data and add some random numbers.

= subject.morph.native(subjects_dir,

subject_id,

"thickness

', I'th)

rh_data = subject.morph.native(subjects_dir, subject_id, 'thickness', 'rh")
lh_data = lh_data + rnorm(length(1lh_data), mean=10, sd=5)
rh_data = rh_data + rnorm(length(rh_data), mean=10, sd=5)

vis.data.on.subject(subjects_dir, subject_id, lh_data, rh_data, views=c('t4'))
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## Use vis.subject.morph.native as an example, export could be used for other visualization

functions as well

coloredmeshes = vis.subject.morph.native(subjects_dir, subject_id, 'thickness', 'both',
makecmap_options=1ist('colFn'=squash::jet),

rgloptions=rgloptions, rglactions=1ist('no_vis'=T))
fig = export(coloredmeshes, colorbar_legend='Cortical Thickness [mm]', output_img='figl.png')
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